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Chlorophytes BOL Standard PCR Premix (@) 20 pl
Genomic DNA (2-50 ng) 1-5 pl
Sterile water (@) up to 25 yl
Total volume 25 pl
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Step Temp. Time No. cycle
Initial denaturation 98°C 2 min 1
Denaturation 98°C 10 s 25-35
Annealing 55°C 15 s
Elongation 68°C 90 s
Final elongation 68°C 5 min 1
Storage 4-8°C 0 1
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